>3 Extracted from FastA Library HamCheese.fasta =N R

Overview Features |Hele|em:es] SEuuem:el Documentatiunl

Sort By IIndex ~| 4 [Tag [Name  [5'End [3'End |Length [~ Desciiption | Sequence | Product  Regions I Blast | Contest |
Select Features | Direct 5OL | | {DMAM_T L 102 |90 309 Start [stop [Lenath | ~
DNAM_2 2 0 1932 1623
e & [ =] . i 5060 9386 327
) | |onam_3 3 00 2318|309 Y 388 s 39
Name ke | [onam_4 4 2335 4254 1320 -
GerelD = | |oNam_s 5 4280 5032|783
Locus  Ike [ |_|DNaM_s 3 5085 6428|1344
s B | |oNam_7 7 6510 6632|183
| |onam_s [ 6714 7301|588
Length  [Bf " |onam_s g 7312 7650 339
Regions |3l | |oNam_10 10 7655 7309|255
%G % | |onam_n 11 7a02 8342|441
o B[ oz 12 8378 [959  |582
o | |onam_13 13 9060 9413|354
wel [v{onam_1s 14 060 97B4 726
Product ke | |onam_ts 15 aras 12076 |2289
Function like | |onam_1s 16 12076 12921 |846
Feaweld = | [ ||DNaM_17 17 12931 14175 1245
” DNAM_18 18 14180 15133 |60
T fk = =
L L |onem_ta 13 15143 15772 624
I” Hide lgnored Features | [onam_20 20 15772 16194 423

Select All Features Insert | Delete | Post| Validate Manual Insert Auta Insert Delete

= _IDpnaM 370 199 1623 [ = = il L]

e Six Frame Translation of Extracted from FastA Library HamCheese.fasta E
View Map I Export Mapl
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9227 CGCCGGGCAGGACCCAAAGCAGGAGGACCTGCATGCGCTCGGCTCCCTGCAGATTGAGCTGCTCARCARAGTATTCGCCGGGCCTGGTGEACCTGCTGGACGATGAGCAACTC
29228 GCGGCCCGTCCTGGGTTTCGTCCTCCTGGACGTACGCGAGCCGAGGGACGTCTARCTCGACGAGTTGTTCATARGCGGCCCGGACCACCTGGACGACCTGCTACTCGTTGAC
V66 PLVWILILILVQMR®BRE G BAGA QTLINILAG QEUV VL LTIRIRERAQHVYVYQQVITLTLE
R RA P GLAPUPGAHA ARSGHASOQA-ASRZ®*TCTNA BAZPGZPUPSGATPURIUEHA-ALZTWV
LR P CSGFCS5 S5 RCBASPER RTECTISSSSLLYETGT PR RTSRS S5 5 5 C 5

R S 5 W HOGIRRIRRESTWGNIRIEKPTLUZPZPZPRGALATFGS GY S5 VRPTFGH
A P R G M A G G V G N Q R G I A 5 L CL L L EEHSEH ATISGQYTDULTILV M
R s I R R L F 5 T T F W 5 W
9342 GCGCTCCTCGTGGCBTGGCAGGAGGCGICGGGAATCAACGTGG*AAICGCAAGCCTCTGCCTCCTCCTAGAGGAGCATTCGGAGGCTATTCAGTACGACCTTTIGGTCAI
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29113 CGCGAGGAGCACCGTACCGTCCTCCGCAGCCCTTAGTTGCACCCCCTTAGCGTTCGGAGACGGAGGAGGATCTCCTCGTARGCCTCCGATARGTCATGCTGGARRACCAGTER
R EEHCUPULTILZRRSIDVHZPTFIRLGRG GG GG GTLUZP®-ANUZPUZP®*ETURGIE KP *
R A G R PMAUPUZPTUPTF®* RPPIALIZ RO QR RTRSSCESATIO®*JY S RIE KTUN

A 5 R TAHC S AADUPILTUPSDCOAEH BTETE®*T LTI LM BRTLSNTILUVVUVIEKOQTD

P A S R ATURUDUAZSGT FV VYV GGPARGRGQ@®-A2TFRA ALV RU AEGU ARUBAMMALZMD LALZTGUPC
R R L E OCLGTU?PATL S WWDULTLVV V KHS G?P S S ALARTETLOTZPDTL
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| think that the frameshift is at position 9386 (the
nucleotide that both reagions share. | am different than
your call by 3. | can’t tell why your error meesage says
you are wrong. But | call the frameshift in the middle of
the slippery segeunce. Go the amino acids go from
glycine to glycine (the circles) and share on the
rectangled nucleotdie “G”.



