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Sart By ‘Start j A Tag |Name |5' End |3' End |Length - Description] Sequence} Product] Regions Blast l Contexl
Select Features ] Direct SQL] - D :1n7 LIl R1SBE b ipoie |Target Description \ o
Type ks m _D M3 103 212323 gii:; 3319 L 493 hypathetical protein [Acinetobacter baumannii]
Name ke ,7 - oN 483 hypathetical protein OPTIMUS_S7 [Mycobacterium viruz O ptimus]
|| — 474 hypathetical protein THIBAULT_88 [Mycobacterium phage Thibault]
GenelD = - D&k _106 108 2346 63089 144 B 474 hypathetical protein PBI_wANDA_107 [Mycobacterium phage ‘Wanda]
Locus like: '7 — E3073 B34 (336 N 244 | hypothetical protein COURTHOUSE_95 [Mycobacterium virus Courthouse]
st B H DHAM_107 107 63411 |63672 |162 || 235 hypothetical protein PBI_LUCKY2013_37 [Mycabacteium phage Lucky2013] {
DHak_108 108 B3R89 63783 225 . .
Length . '7 REPRYRL 108 e Tz 7 a 232 gp109 [Mycobacterium vins Omega)
Regions  [BI " |omam_11a 10 £3950  B4231 282
zac <[ | |oMar_111 11 54228 4365 138
Al . ’7 | |DHaM_112 112 B4365 64520 156
. DMaM_113 13 B4513  B4677 165
EC " |oMam_114 114 G678 B4908 231
Product  like | [onam_115 115 64905 |65192 288 |E
Function like " |oMam_115 11E E5189 |EBE7E 387
FeaturelD = ,7 : DMaM_117 17 EBEB5  BESEZ 874
Tag ke ,7 | |DMaM_113 18 EEBE  BESS3 321
| |DMAM_113 119 EE3B0  E7134 285
[ Hide lanared Features | |DMAM_120 120 E7131  |E7E5E 426
Select All Features - E79E4 68253 636 <= b a
DMak_123 123 E30E3  BB21Z2 150
: BRI |AEEl | Aitzgs]i-oﬂitwp 0797688 Export
| |DMaM_12e 126 9789 Ba0iD 222 o AR Evport
| |pMem_t27 127 9000 B934 315 Lengh 102 “oaewe |
DMNAM_128 128 GII1 BI5EI (279 Mak Score 4533 Date 2/12/2019 “Delete Al |
| |oMen_1z3 129 F9E00 63917 318 High Scaring Pars (HSF] —
| |pmem_130 130 F9835 70203 315 HSP Dats | Algnment |
||DMAM_131 Ll LA A U Eit Score 1945 Identities 92
| {DHAM 132 132 716 [11273 |13 Scoe 493 %ldentty 10000
DHak_133 133 Ti2ra F7e7 480 Ealue 0.0E0 Positives 92
| oMar_134 134 71762 (71988 228 Length 32 *%Similarity 100.00
| [onam_135 135 72109 72783 675 % Aligned 30.2 % Gaps O
[ [oner_136 13 7804 733 sa0 | Qwew 1-92
— Target 1-92
Inzert | Delete | Post | W alidate |
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