GiKK: annotation of programmed frameshift
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Extracted from FastA Library GiKK fasta == ECH
Seqguence I Documentation I
Tag |Name |5' End |3' End |Length A Description I Sequence I Product FRegions I Elast I Contest I
_|DHAM_1 1 43 204 436 Start |Sh:||:| |Length |
|| Dhak_2 2 a04 Fi=Td 264 9200 S4EE 267
_|DNAM_3 3 757 1008 252 Iy 3455 9930 455
DMaM_4 4 1010 1165 156 —
B DMAR_5 5 1169 1297 129
B DraM_B E 1254 1434 4
B DMaM_7 7 1487 a7 170
B DraM_B8 a 384 4635 1452
B DMaM_3 9 4E16 5203 534
B DMAR_10 10 5253 5738 486
B DraM_11 11 5758 BEE7 930
B DMaM_12 12 B737 7246 510
B DMaM_13 13 7246 gt 333
B OMak_14 14 a5z 7246 255
B DMaM_15 15 833 2237 405
: DMaM_1E 16 8250 3033 243
DMAM_17 17 5200 9493 294
3 DMAR_18 18 5200 9330 732
B DraM_13 19 9320 14137 4218
B DkakM_20 20 14124 15033 960
B DraM_21 21 15030 16778 16E3
B Dhak_22 22 16778 17170 333
B DMAM_23 23 17167 17742 576
B DMaM_24 24 17733 18707 963
: DMAR_25 25 18704 19063 360 "
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