Guide by Dr. Patrick Lypaczewski
For help: patrick.lypaczewski@mcgill.ca

The Whisky application can be downloaded from:
https://getwhisky.app/

Tested confirmed features:
e Preferences are saved between launches
e Auto update to 2705
e Gene starts called the same way
e BLAST connections work
e Fasta/dnamb5 files can be easily saved and are accessible directly through Finder for
sharing (Open C: drive on startup screen)
e Maximum RAM usage at 900MB, Maximum disk usage below 1.4GB

Double click the Whisky.zip to extract then double click the Whisky application to start. Allow
opening if you get a security warning and follow auto install instructions for any dependencies
Whisky finds are missing (~30-60s).

Whisky start screen after auto-install of dependencies
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Create your first bottle to get started

+ Create Bottle


mailto:patrick.lypaczewski@mcgill.ca
https://getwhisky.app/

Create Bottle, name it something familiar and select Windows 7 as the Windows version:

Lewanao was isolatea 1rom une soil Insiae or a pianter. 1ns

Create a new bottle

Bottle name: SEAPHAGES
Windows version: Windows 7
Bottle path:
. . B
~/Library/Containers/Whisky/Bottles rowse
Cancel Create

The first initialization can take a minute or two. Then select Run... and point the software to the
dna master.exe installer (not the DNAMas.exe re use to run the software later.) available at
http://cobamide2.bio.pitt.edu/DNAMas/dna%20master.exe

Lewando was isolated from the soil inside of a planter. This

Pin Program

:= Installed Programs

{8 Bottle Configuration

Open C: Drive Winetricks... Run...




As per the installation guide on SEAPHAGES, change the destination folder to Desktop.
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Folder path: >
IC:i,users\crossover\Desktop'lDNA Master |
Space Required: 73,324 KB
Available Disk Space: 80,895 MB
Remaining Disk Space: 80,824 MB

After install, you can use the Pin Program option to make the software easier to access. Label
the Pin name and navigate to the Desktop/DNA Master folder if you followed the instructions
in the last step. (note: the path shown below has a unique bottle ID which will be different on
different systems but the overall structure of
Library/Containers/Whisky/Bottles/*****/drive_c/users/crossover/Desktop/DNA

Pin Program

Pin name: DNAMASTER|

Program path:
~/Library/Containers/Whisky/Bottles/2F217013-1331-4E58-924E-4740BB881D2A/drive_c/users/ Browse
crossover/Desktop/DNA Master/DNAMas.exe




Once this is done, it allows us to double click the new pin DNAMASTER (or right click and select
Run...) to start DNAMaster. Files can be saved and read from anywhere on the Mac, if using the
Desktop folder from the app, the easiest way to access it is to click Open C: Drive and navigate

to ‘users/crossover/Desktop’.
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{33 Bottle Configuration

Open C: Drive Winetricks... Run...

N —
From there, follow the guide to set up Preferences
For comparison, | followed the equivalent steps in a Dell Latittude 5420 running Windows 11
and we get the same gene starts and BLAST results to confirm everything is working (shown
below)

Features and BLAST on Windows for phage Lewando
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Features and BLAST on Whisky for phage Lewando

[ NN ) DNA Master
File Tools Window Help
%@Extracted from Fasta Library Lewando.fasta | _ (O] x| ! ! 7
Dvewiew‘ Features »References l Sequencel Documentation | Y hedte
Sort By llndex LI 4 [Name  [5'End [Length [~ Desciiption | Sequence | Product | Regions | Blast | Context | -1
Select Features | Direct SOL | | There are no BLAST results for this feature pad
. - QBlast against public database via NCBI server Jire a
Mol = = L3 1292 fis0 | Blastthisgene |  BlastALL Genes | Clearl S
Name ke | 2 - be” AL
— Local Blast against DNA Master database T et i g
GenelD = = 4 )
— i Blast this gene | Blast ALL Genes | ANl
Locus like - 1
Start - — ga==s]
Length [l [ S M= i
Regions B [ | Retieve ML Resulfs} Text Results | Save to Database e
%GC LJ l_ Score Description [(~] ] BLAST Hit phdk ety
- - | Accession WNN94513 g ly
cal - l_ hypothetical protein SEA_LEWANDO_9 [Arthrobacter phage Lewanda] PPl
ECH ke l_ 165 hypothetical protein PBI_SPORTO_10 [Arthrobacter phage Sporta] Gl B
- . 157 hupothetical protein PBI_STAYER_9 [Athrobacter phage Stayer] >gblQ Length 116 . {0
e L2 l_ 144 hypothetical protein PP914_gp021 [Arthrobacter phage Qui] >gblJED11 Max Score 383 - e
Function ke [ ||415 gp018 [Rhodococcus phage ReqiPocos] >gblADDS1016.11 gpl18 [Rhe el
FeaturelD = | l_ 104 hypothetical protein HWC78_gp14 [Gordonia phage Avazak] >gbl0GJ8 I ; o
Tag like l_ 106 hgpothel?cal prole?n SEA_GIANTSBANE_9 [Arthrobacter phage Giantst HSP Coverage Map =5, 3
I™ Hide lgnored Fea 103 hgpolhelfcal protefn SEA_CATERPILLAR_10 [Arthrobacter phage CaFer 2 M5e
103 hypothetical protein SEA_MEDIUMFRY_10 [Arthrobacter phage Mediur i
Select All Featu | «an L w0 era vemzaAraa 1 wean e i3y
— |[Evale Starts [~ High-Scoring Pair (H5P) b $
8.4E-45 1 Bit Score 152141 Query 1-116 Positives 116 y B -}
: Score 383 Target 1-116 Identity 116 Sy r ot
EValue 84E-45 Length 116 Similarity 100.0 e
%aligned 100.0 Gaps 0 ik )
1 MDMNEEALND FLMHYGVKGM KWGKHASKAD YKSSVKSHRK ELYKGVGQU ~ : :" 7]
1 FEULEREEEE FEEEEEErrr b beree e e A
1 MDMNEEALND FLMHYGVKGM KWGKHASKAD YEKSSVKSHRK ELYKGVGQU v .,-";‘
51 KSERQCOOIK XoCOOOCO00{ }OCOOO{QMMR CAGYSKCGESX XOCLOOOol: _.--"-‘ - ’
51 FEEEEErerr rerrrrrrer reerrerrrr reeeerrerr rerreennd A peet pod
51  KSKKQVGFAV AGTLLGGGAG SATVGVQMMR GAGYSKGKSL AMGLLGGAT O
101 XXIAIEVKAR KMAKED v )
4 | «| 4 |Q|e‘| > I»l P | 1-50000 ‘F'(\SI“D : 39877 |7 Controls >> Map ¥ Map >> Contrals v 3058
. - M3 1 ’ ed
3 DHE 191} 18 Pl 2 RN ITNTMEAIERITIE et
[8? Features ,‘-
Accession il ’ Favoiite Genome| Recent Genome | Recent Fie | | @ BLs ‘ ab -1 Start DNA Master as specified above EI 2 l




