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Leprechaun F1
Split methylase/methyltransferase

Gene #67

GTGAAACTCGGTTCGCTGTTCTCCGGCGCTGGCGGCCTCGACATCGCCGTCGAGCAGTTCTTCGGCGCCCGCACGGTGTGGCATTGCGAGCTGAACCCGGCCGCGTCCAAGGTGCTCGCGCAC
CGCTGGCCCGGTGTGCCGAACCTCGGCGATATCACCGCGGTCGACTGGTCAGAAGTCGAGCCGGTCGACATTCTCGCTGGCGGATTTCCCTGCCAGGACGTGAGTGCCGCCGGTCGTCGCGCC
GGCATCGCCGAGGGCAGGCACCCGCTCGGGCCTGTG GGC GCT GTT CGC CGA AGT CAT TAA

MKLGSLFSGAGGLDIAVEQFFGARTVWHCELNPAASKVLAHRWPGVPNLGDITAVDWSEVEPVDILAGGFPCQDVSAAGRRAGIAEGRHPLGPVGAVRRSH (highlight = HHpred
alignments to PDB 5CIY_A)

Aligns 1-88 in PDB 5CIY_A

Gene #68 (green = overlapping sequence coding for matching amino acids)

GTGCCGCCGGTCGTCGCGCCGGCATCGCCGAGGGCAGGCACCCGCTCGGGCCTGTGGGCGCTGTTCGCCGAAGTCATTAACCAGCTGCGGCCGGGTGTCGTGGTGATCGAGAACGTAAGGGGG
TTGCTCAGTGCAAGGGCCTATCGCGCAATGGAATCCGAAGAGGCAGCTGTGGGAGACGGGGCAGATGGACCTGTTCTCCGGGCACTCGGTGCCGTACTCGGAGACCTTGCCGACCTCGGGTAT
GACGCGCAGTGGATCACTCTTGCCGCTTCCGACGTCGGCGCACCGCACCGGCGTGAACGCGTCTTCATCCTTGCTACTCCCGTCGCCAGTAGCGCATCCCTCGGGGAACTCGCCCGAGGCGCA
TCTGCGCAAGAAACCGGGACGCAGCCGAGTGACGGATCTGGCGATCATCGTCGAGAACAACCTGCTGGAGACAGCGACGGTCACCAGAACACGCTGCCTGGCACCGTGCGGGATCTGCTGCCG
ACACCCTCGGCGAGCGACGGGACCGGCGGCGGGCAGCATCCCGACCGGCGAGAGGGGCACTCGCGGCAGCTGTGCGACTATGCGCTGCTGGACGGCACCTCGCGCTGGGGCAAGTACGCCGCT
GCGATCGCACGCTGGGAGGCTGTGGCCGGACCCGCGCCGTCGCCGACCGAGCCGAACAAGAACGGCAATCCCCGACTCACCGCCGCGTTCCCCGAGTGGATGATGGGCTGGCCCGCCGGCTGG
GTGACTGCGGTGCCGGGTATCTCGCGCAACGATGCGTTGCGCATCTGCGGGAACGGCGTATGCCCGCAACAGGCATACGCCGCACTCCAGATCCTCGTCAGGGTTTCGGCTTGCGAGGTGGCC
GAGTGA

MPPVVAPASPRAGTRSGLWALFAEVINQLRPGVVVIENVRGLLSARAYRAMESEEAAVGDGADGPVLRALGAVLGDLADLGYDAQWITLAASDVGAPHRRERVFILATPVASSASLGELARGA
SAQETGTQPSDGSGDHRREQPAGDSDGHQNTLPGTVRDLLPTPSASDGTGGGQHPDRREGHSRQLCDYALLDGTSRWGKYAAAIARWEAVAGPAPSPTEPNKNGNPRLTAAFPEWMMGWPAGW
VTAVPGISRNDALRICGNGVCPQQAYAALQILVRVSACEVAE (highlight = HHpred alignments to PDB 5CIY_A amino acids 83-326)


