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v IDPO1300, Arsenate
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structural genomics,
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Glutaredoxin-
protein NrdH. NrdH-
redoxin is a
representative of a
class of small redox &
proteins that contain a
conserved CXXC.
motif and are
characterized by a
glutaredoxin-ike
amino acid sequence
and thioredoxin-fike
@ activity profile. Unlike
TiGRO2194  SEN P
glutaredoxins to which
itis most closely
related, NrdH
aparrently does not
interact with
glutathionelglutathione
reductase, but rather
with thioredoxin

U2 55.5556 88,6792 40 1 72 5 £ 84898867





