Input sequence: N3 domain, lysin A, phage Cocol12 _ _
Catalytic Glu in lysozymes

HHpred ®
Template alignment | Template 3D Structure | PDBe
24.1)UG_A LYSOZYME; LYSOZYME, CALCIUM-BINDING; 1.9A {Techyglossus aculeatus} SCOP: d.2.1.2
Rl Maameters R Probability: 95.67%, E-value:0.035, Score:41.18, Aligned fols: 51, Identities: 24%, Similarity: 0.257,
MSA generation method 0 ss_pred HHHHHHHHCCCC - - - HHHHHHHHHHHHHHR CCCCCecC- - - CCCCeccccecCOCCh
Q first 18 ITIAEAKARGYT- - -RSECLAVMSTFYQESGHNDT IWD- - - PTHTTYGIAQQDGSYP 6@ (165)
PSI-BLAST=>nr70 - 0 Consensus 18 I G = = { etk B E S Lo B = = - el 5~ G 1 EQG 68 (165)
.+.+..++.|++ ...+...+..|..||++++.+++ ++...+||||—...++
Visualization T Consensus 7 ela~~L 1a~~ES gsnmnGlFQIn 83 (125)
T 1JUG_A 7 ELCKNLVAQGMNGYQHITLPNIYCTAFHESSYNTRATNHNTDGS TDYGILQINSRYY 63 (125)
E=mciba Seeian T ss_d=s=zp HHHHHHHHT TCTTBT TBCHHHHHHHHHHHHT TET TCEEECTTSCEEETTTTEETTTT
10 63 T ss_pred HHHHHHHHCCCCCCCCCCHHHHHHHHHHh cCCCecceecCOCCCceeeEEERCCCEE

dlgdba_
d3ch7al
d1 juga_
d2vbila_
= Template alignment | Template 3D 5tructure | PDBe
d2nudxl 26 3CSQ_D Morphogenesis protein 1; hydrolase, infection, phi29, Late protein; 1.8A {Bacteriophage phi-29}; Relat
d1bgoa_ "3C5Q.A

d1lnkka_

Probability: 95.66%, E-value:0.076, Score:44.18, Aligned cols: 56, Identities: 20%, Similarity: 0.328,
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ERCTEN Q ss_pred CeHHHHHHHHHHHHHHCCCCHHHHHHHHHHHHHHR CCCCCe e CC-- - - - CCCccecceeCC
3ZV0_A Q first 2 TTKDOVAQITIAEAKARGY TRSECLAVMSTFYQESGUWNDT IWKDP - - - - - THTTYGQILAJQDG 57 (165}
JFED_E Q Consensus 2 BrencT G Lt @ E Sl Bne g - = = = = Qremes~GLFQqr~ 57 (165)
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1ITZ_A

T T Consensus 12 g a Groneremene 72 (334)
cd16899 T 3C5Q D 12 SEMKVNAQY T LNYLSSNGWTKQATICGMLGNMQSESTINPGLIMQNLDEGNTSLGFGLVQITP 72 (334)

d4yf 2a1 T ss_dssp HHHHHHHHHHHHHHHHT TCCHHHHHHHHHHHHAHHSSCT TCBGGGCTTCTTSCETTTTESS

IR T ss5_pred HHHhHHHHHHHHHHHRCCCCHHHHHHHHHHHHHH e CCCCCecce e CCCCCCCeEEEEERC

d4g9zal
1690_A
Lys C-type
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