Phage: Stanktossa

Glimmer Start:
35440

Cluster: EA1

Glimmer Score:
8.32

GeneMark Start:

Pham
Starterator: 23618

Select

PhagesDB: 23618




Phage: TinSulphur  Cluster: EA

Glimmer Start: Glimmer Score: GeneMark Start: Pham
35446 8.82 Starterator: 23618

not informative (NI) A

PhagesDB: 23618

>TinSulphur 50, function unknown, 77
Length = 77

Score = 169 bits (428), Expect = le-42
Identities = 77/77 (100%), Positives = 77/77 (100%)

Query: 1 MVQHVHLNGGPLHGORVALESGARCFTIQQOPLRMPETFAEVLDPISNIETRSGHYSAVEKN 60
MVQHVHLNGGPLHGORVALESGARCFTIQOPLRMPETFAEVLDPISNIETRSGHYSAVEKN
Sbjct: 1 MVQHVHLNGGPLHGQRVALESGARCFTIQQPLRMPETFAEVLDPISNIETRSGHYSAVKN 60

Query: 61 YPGEFEWDGWEATPHHE 77
YPGEFEWDGWEATPHHE
Sbjct: 61 YPGEFEWDGWEATPHHE 77




Phage: Superfresh  Cluster: EA1

Pham
Starterator: 23618

Select -

GeneMark Start:
35534

Glimmer Score:
8.74

Glimmer Start:
35435

PhagesDB: 23618

>Superfresh 49, function unknown, 77
Length = 77

Score = 169 bits (428), Expect = le-42
Identities = 77/77 (100%), Positives = 77/77 (100%)

35200

1 MVQHVHLNGGPLHGQRVALESGARCFTIQQPLRMPETFAEVLDPISNIETRSGHYSAVKN 60

Query:

MVQHVHLNGGPLHGQRVALESGARCFTIQQPLRMPETFAEVLDPISNIETRSGHYSAVKN
Sbjct: 1 MVQHVHLNGGPLHGQRVALESGARCFTIQQPLRMPETFAEVLDPISNIETRSGHYSAVKN 60
Query: 61 YPGEFEWDGWEATPHHE 77

YPGEFEWDGWEATPHHE

Sbjct: 61 YPGEFEWDGWEATPHHE 77

35600



