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Characteristics of Mycobacteriophage Rosmarinus (K1) and Topper (K1)
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The Rosmarinus phage was isolated from M. smegmatis mc155. The annotations were done with the PECAAN program. The phage came from an area sheltered under a bridge on the Western Kentucky University campus in Bowling Green, Kentucky. The name originated from the spice rosemary and is similar to the bacteriophage as it is composed of several small pieces. The Rosmarinus genome is 59, 696 bp long and has 96 protein-encoding genes and 1 tRNA. Rosmarinus is related to the K cluster phages Dalmuri, Jarvi and Inky.

The Topper phage was isolated from M. smegmatis mc155. The annotations were done with the PECAAN program. The phage came from an area on the Western Kentucky University campus in Bowling Green, Kentucky. The Topper genome is 59, 708 bp long and has 96 protein-encoding genes and 1 tRNA. Topper is related to the K cluster phages Dalmuri, Belladona and Jarvi, and has 59694 identical base matches out of 59708 bases in the Dalmuri phage genome. There are only about 14 base differences between the two genomes.
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