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Anne Winkler
Mycobacteriophages in the B1 cluster discovered at and around Saint Joseph’s University.
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Between 2018 and 2020, six distinct bacteriophages that infect Mycobacterium smegmatis were discovered on and around the campus of Saint Joseph’s University by two cohorts of students participating in the SEA-PHAGES program.  Phages Burr, Cher, Inchworm, Magic8, Mcshane, and Bluephacebaby all exhibited the siphoviridae morphotype, produced clear plaques ranging 1-4mm in diameter, were lytic, and classified in the B1 cluster.  Inchworm was sequenced at North Carolina State University Genomic Sciences Laboratory; all others were sequenced at the Pittsburgh Bacteriophage Institute.  Genome lengths ranged between 68,899bp (Bluephacebaby) and 68,929bp (Mcshane).  The GC contents ranged between 66.3 – 66.5%.  While Phages Burr and Mcshane were the most similar, differing only by 854nt and sharing 98.76% identity, Cher and Magic8 were the most dissimilar by 3,182nt and shared 95.42% identity.  We annotated 96 protein-coding genes in Magic8, 101 in Bluephacebaby, 102 in Cher, 103 in Inchworm, and 104 in Burr and Mcshane.  Overall, majority of the genes that encoded proteins with known or putative function were comparable across all six genomes and have consistent synteny.  Inchworm and Magic8 have an additional HNH endonuclease not found in the others.  Cher and Bluephacebaby have gp55 (pham 48464) and Inchworm is unique with gp47 (pham 22987) not shared with the others.  Cher also has gp66 and gp67 (phams 42832 and 21871) that were not identified on the others.
image1.jpeg








