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Five Mycobacterium Phages: Sunshine924 (A1), PetiteSangsue (A4), Sparxx (A4), Cookiedough (A6), Peacemeal1 (A10).
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All phages were isolated from enriched soil samples on Mycobacterium smegmatis mc2155. Annotations were done in PECAAN. Phages were compared to sub-clusters and to closest relatives in order to identify common and unique features.

Sunshine924 is a cluster A1 phage that exhibits large 6mm, plaques with cloudy centers. It has a genome length of 51,349 bp and contains 90 protein coding genes and one tRNA. It has a Siphoviridae morphotype with a 62 nm diameter head and 132 nm tail length. This phage includes 5, 20+, 10 restriction sites for the enzymes ClaI, HaeIII, and AhdI, respectively.

Sparxx and PetiteSangsue are cluster A4 Mycobacteriophages that exhibit large 3-4 mm turbid plaques with clearer turbid centers. They have genome lengths of 51,370 and 51,277 bp which code for 89 and 86 proteins respectively. Neither Sparxx nor PetiteSangsu code for tRNAs. Both phages have a Siphoviridae morphotype. Sparxx has a 60 nm diameter head and 130 nm tail length, while PetiteSansue has a 49 nm diameter head and a 157 nm tail length. Sparxx and PetiteSangsue are generally organized with the same gene structure with a few differences scattered throughout the reverse genes. Sparxx is most closely related to the phage Kampy and PetiteSangsue most closely identifies with phage Bumblebee11.

Cookiedough is a cluster A6 Mycobacteriophage that exhibits large 5 mm turbid plaques with large clear centers. It has a genome length of 52,469 bp and contains 98 protein coding genes and 3 tRNAs. It has a Siphoviridae morphotype with a 52 nm diameter head and 112 nm tail length. It’s closest known relative is the phage SuperAwesome.

Peacemeal1 is a cluster A10 Mycobacteriophage that has a genome length of 49,899 bp. It contains 81 protein coding genes and 3 tRNAs. The closest relatives are the phages KittensMittens and Severus.




