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Isolation and Preliminary Annotation of 5 Streptomyces griseus and 1 Streptomyces sanglieri Bacteriophages
Kiran Daulla, Shaun Kung, Clarise De Guzman, Esperanza Hinojos, Swapan Bhuiyan, Sonya R Layton, Jindanuch Maneekul, Lee E Hughes
Students in the SEA-PHAGES program at the University of North Texas isolated, characterized, and have started annotating six novel bacteriophages from Streptomyces griseus (Sham, Stigma, SunsetPointe, Treat, and Unstoppable) and Streptomyces sanglieri (Piccadilly). All of the phages were sequenced at the University of Pittsburgh. Of the phages isolated, one was characterized as cluster BP (Piccadilly), two as subcluster BK1 (Sham and Stigma), two as subcluster BD1 (SunsetPointe and Unstoppable), and one as cluster BF (Treat). The cluster BP phage, Piccadilly, had a GC content of 71.2% and a genome length of 37,544 base pairs. The subcluster BK1 phages had an average GC content of 47.1% and an average genome length of 129,891 base pairs. The subcluster BD1 phages had an average GC content of 66.25% and an average genome length of 49,757 base pairs. The cluster BF phage, Treat, had a GC content of 59.6% and a genome length of 46,094 base pairs. The phages are still being annotated and gene functions are currently being assigned bioinformatically. A majority of the genes in Sham, Stigma, and Piccadilly were found to be forward, and in SunsetPointe, Treat, and Unstoppable there were an even amount of forward and reverse genes. As current annotations are being done, it’s clear that many of the genes in these phages are very similar to other genes found in other final annotated phages of the same pham. Sham is often compared to Faust, a phage found by Washington State University in St. Louis, and Stigma is compared to Belfort, a phage found by Washington State University in St. Louis as well. In a similar fashion, SunsetPointe is compared to Caliburn, Treat to Immanuel3, Unstoppable to Aaronocolus, and Piccadilly to Cumberbatch; all of which were found by the University of North Texas. Finally, as the phages are currently being annotated, there seems to be evidence of tRNAs in Sham, Stigma, and Treat, but further analysis is to be done to confirm the initial auto-annotation.
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