[bookmark: _GoBack]
CONSIDER FOR TALK
7th Annual SEA-PHAGES Symposium Abstract
University of Louisiana at Monroe
Monroe LA
Corresponding Faculty Member: Ann Findley  (afindley@ulm.edu)

Annotation of Rhodococcus erythropolis Phage Singletons Trina and Chewy VIII  
Gillian D Holder, Jordan  D Wagner, Victoria D Albritton, Martiana O Beach, Christian T Bonner, Caleb T Green, Mackenzie L Harrell, Alyssa C Juneau, Gabrielle M Labat, Shelby M Lawrence, Daniel S Myers, Anthony J Nowell, Zachary R Palowsky, Makayla D Peoples, London E Peterson-Gross, Shelby K Rybicki, Colbren C Thomas, Naadia N West, Dezirea A Williams, Gabrielle B Morgan, Maroutcha Mouawad, John Vu, Fernanda L Alonzo, Allison M Wiedemeier, Chris R Gissendanner, Ann  M Findley
Four novel Rhodococcus erythropolis phages were isolated from northeast Louisiana area soil samples.  To date, Rhodoccocus phages Chewy VIII and Trina have been sequenced (Illumina Sequencing, University of Pittsburgh) and their genomes annotated with the DNA Master bioinformatics platform.  Chewy VIII is a siphoviridae phage with 69,165 bp including a 10 bp 3’ overhang, 100 open reading frames (ORFs) and no tRNA gene coding regions.  Trina is 139,262 bp including a 2860 bp terminal repeat and has 249 ORFs and 25 tRNA genes.  While functional gene calls can be identified for both genomes, the majority of open reading frames have no sequence homology to any known gene product currently found in GenBank and are consequently labeled as ‘orphams’.  Phamerator comparison of a number of recently sequenced Rhodococcus phages indicates that both ULM isolates are significantly different from other existing isolates and are currently designated as ‘Singletons’.  Chewy has some BLASTn hits to Gordonia phages but only ~20% query coverage.  While Trina is about the same size as Rhodococcus phages Grayson and Peregrin, it is only ~10% similar at the nucleotide level.  A BLASTn comparison of Trina and Chewy VIII against the Mycobacteriophage database revealed that Trina displays some limited similarity to L1 cluster mycobacteriophages while Chewy VIII shows a higher degree of similarity to M cluster phages.  




