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The HHMI SEA-PHAGES program at the College of Charleston is run with under-represented minority first-year students in a collaboration between the First Year Experience and the South Carolina Alliance for Minority Participation (SCAMP). In the fall semester, students isolated six novel bacteriophage viruses from soil samples using a variety of laboratory tools and techniques. The bacteriophage Pipsqueaks was selected from the six phage identified in the first semester to be sequenced at the University of Pittsburgh. In the spring semester, students in the First Year Experience Research Course explored basic annotation and bioinformatics.  Pipsqueaks’ genome sequence was annotated from the 5’ to 3’ end using the DNA Master Genome Annotation Software. We identified the open reading frames based on the predicted coding potential using the annotation algorithm programs Glimmer and Gene Mark. Pipsqueaks is likely a temperate phage given the presence of an integrase and a putative repressor gene.  We also found that it is 99% identical to Carcharodon, which was isolated in Jacksonville, Alabama in 2013. Here we present the initial data from the annotation of this new cluster N phage.




